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DATE: 01/22/2002 
TIME: 10:17:23 



3 <110> APPLICANT: Yoshinaga , Steven 

4 Mak, Tak 

5 Shahinian, Arda 

6 Trafuri Bladt, Anna 

7 Senaldi, Giorgio 

9 <120> TITLE OF INVENTION: Polypeptides Involved in Immune Response 
11 <130> FILE REFERENCE: A-579B 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/09/890 , 729 
C--> 13 <141> CURRENT FILING DATE: 2000-01-27 

13 <150> PRIOR APPLICATION NUMBER: 09/890,729 

14 <151> PRIOR FILING DATE: 2000-01-27 

16 <150> PRIOR APPLICATION NUMBER: PCT/US00/01871 

17 <151> PRIOR FILING DATE: 2000-01-27 

19 <150> PRIOR APPLICATION NUMBER: US 09/264,527 

20 <151> PRIOR FILING DATE: 1999-03-08 

22 <150> PRIOR APPLICATION NUMBER: 

23 <151> PRIOR FILING DATE: 1999 
25 <160> NUMBER OF SEQ ID NOS : 35 
27 <170> SOFTWARE: Patentln version 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 600 

31 <212> TYPE: DNA 



ENTERED 



US 09/244,448 
■02-03 



3.0 



32 


<213> ORGANISM: 


Mus 


musculus 




















34 


<220> FEATURE: 




























35 


<221> NAME/KEY: 


CDS 


























36 


<222> LOCATION: 


(1) 


. . (600) 






















38 


<4 00> SEQUENCE: 


1 


























39 


atg 


aag 


ccg 


tac 


ttc 


tgc 


cgt 


gtc 


ttt 


gtc 


ttc 


tgc 


ttc 


eta 


ate 


aga 


48 


40 


Met 


Lys 


Pro 


Tyr 


Phe 


Cys 


Arg 


Val 


Phe 


Val 


Phe 


Cys 


Phe 


Leu 


He 


Arg 




41 


1 








5 










10 










15 






43 


ctt 


tta 


aca 


gga 


gaa 


ate 


aat 


ggc 


teg 


gee 


gat 


cat 


agg 


atg 


ttt 


tea 


96 


44 


Leu 


Leu 


Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


Arg 


Met 


Phe 


Ser 




45 








20 










25 










30 








47 


ttt 


cac 


aat 


gga 


ggt 


gta 


cag 


att 


tct 


tgt 


aaa 


tac 


cct 


gag 


act 


gtc 


144 


48 


Phe 


His 


Asn 


Gly 


Gly Val 


Gin 


He 


Ser 


Cys 


Lys 


Tyr 


Pro 


Glu 


Thr 


Val 




49 






35 










40 










45 










51 


cag 


cag 


tta 


aaa 


atg 


cga 


ttg 


ttc 


aga 


gag 


aga 


gaa 


gtc 


etc 


tgc 


gaa 


192 


52 


Gin 


Gin 


Leu 


Lys 


Met 


Arg 


Leu 


Phe 


Arg 


Glu 


Arg 


Glu 


Val 


Leu 


Cys 


Glu 




53 




50 










55 










60 












55 


etc 


acc 


aag 


acc 


aag 


gga 


age 


gga 


aat 


gcg 


gtg 


tec 


ate 


aag 


aat 


cca 


240 


56 


Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Ala 


Val 


Ser 


He 


Lys 


Asn 


Pro 




57 


65 










70 










75 










80 




59 


atg 


etc 


tgt 


eta 


tat 


cat 


ctg 


tea 


aac 


aac 


age 


gtc 


tct 


ttt 


ttc 


eta 


288 
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60 


Met 


Leu 


Cys 


Leu 


Tyr 


His 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 




61 










85 










90 










95 






63 


aac 


aac 


cca 


gac 


age 


tec 


cag 


99 a 


age 


tat 


tac 


ttc 


tgc 


age 


ctg 


tec 


336 


64 


Asn 


Asn 


Pro 


Asp 


Ser 


Ser 


Gin 


Gly 


Ser 


Tyr 


Tyr 


Phe 


Cys 


Ser 


Leu 


Ser 




65 








100 










105 










110 








67 


att 


ttt 


gac 


cca 


cct 


cct 


ttt 


caa 


gaa 


agg 


aac 


ctt 


agt 


gga 


gga 


tat 


384 


68 


lie 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Gin 


Glu 


Arg 


Asn 


Leu 


Ser 


Gly 


Gly 


Tyr 




69 






115 










120 










125 










71 


ttg 


cat 


att 


tat 


gaa 


tec 


cag 


etc 


tgc 


tgc 


cag 


ctg 


aag 


etc 


tgg 


eta 


432 


72 


Leu 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


Trp 


Leu 




73 




130 










135 










140 












75 


ccc 


gta 


ggg 


tgt 


gca 


get 


ttc 


gtt 


gtg 


gta 


etc 


ctt 


ttt 


gga 


tgc 


ata 


480 


76 


Pro 


Val 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Leu 


Leu 


Phe 


Gly 


Cys 


He 




77 


145 










150 










155 










160 




79 


ctt 


ate 


ate 


tgg 


ttt 


tea 


aaa 


aag 


aaa 


tac 


gga 


tec 


agt 


gtg 


cat 


gac 


528 


80 


Leu 


He 


He 


Trp 


Phe 


Ser 


Lys 


Lys 


Lys 


Tyr 


Gly 


Ser 


Ser 


Val 


His 


Asp 




81 










165 










170 










175 






83 


cct 


aat 


agt 


gaa 


tac 


atg 


ttc 


atg 


gcg 


gca 


gtc 


aac 


aca 


aac 


aaa 


aag 


576 


84 


Pro 


Asn 


Ser 


Glu 


Tyr 


Met 


Phe 


Met 


Ala 


Ala 


Val 


Asn 


Thr 


Asn 


Lys 


Lys 




85 








180 










185 










190 








87 


tct 


aga 


ctt 


gca 


ggt 


gtg 


ace 


tea 


















600 


88 


Ser 


Arg 


Leu 


Ala 


Gly Val 


Thr 


Ser 





















89 195 200 

92 <210> SEQ ID NO: 2 

93 <211> LENGTH: 200 

94 <212> TYPE: PRT 

95 <213> ORGANISM: Mus musculus 
97 <400> SEQUENCE: 2 

99 Met Lys Pro Tyr Phe Cys Arg Val Phe Val Phe Cys Phe Leu He Arg 



100 


1 








5 










10 










15 




103 


Leu 


Leu 


Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


Arg 


Met 


Phe 


Ser 


104 








20 










25 










30 






107 


Phe 


His 


Asn 


Gly 


Gly 


Val 


Gin 


He 


Ser 


Cys 


Lys 


Tyr 


Pro 


Glu 


Thr 


Val 


108 






35 










40 










45 








111 


Gin 


Gin 


Leu 


Lys 


Met 


Arg 


Leu 


Phe 


Arg 


Glu 


Arg 


Glu 


Val 


Leu 


Cys 


Glu 


112 




50 










55 










60 










115 


Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Ala 


Val 


Ser 


He 


Lys 


Asn 


Pro 


116 


65 










70 










75 










80 


119 


Met 


Leu 


Cys 


Leu 


Tyr 


His 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 


120 










85 










90 










95 




123 


Asn 


Asn 


Pro 


Asp 


Ser 


Ser 


Gin 


Gly 


Ser 


Tyr 


Tyr 


Phe 


Cys 


Ser 


Leu 


Ser 


124 








100 










105 










110 






127 


He 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Gin 


Glu 


Arg 


Asn 


Leu 


Ser 


Gly 


Gly 


Tyr 


128 






115 










120 










125 








131 


Leu 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


Trp 


Leu 


132 




130 










135 










140 










135 


Pro 


Val 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Leu 


Leu 


Phe 


Gly 


Cys 


He 


136 


145 










150 










155 










160 


139 


Leu 


He 


He 


Trp 


Phe 


Ser 


Lys 


Lys 


Lys 


Tyr 


Gly 


Ser 


Ser 


Val 


His 


Asp 
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140 






165 










170 










175 




143 


Pro Asn Ser 


Glu 


Tyr 


Met 


Phe 


Met 


Ala 


Ala 


Val 


Asn 


Thr 


Asn 


Lys 


Lys 


144 




180 










185 










190 






147 


Ser Arg Leu 


Ala 


Gly Val 


Thr 


Ser 


















148 


195 










200 


















151 


<210> SEQ ID NO 


: 3 
























152 


<211> LENGTH: -2-00 
























153 


<212> TYPE: 


PRT 


























154 


<213> ORGANISM: 


Mus 


musculus 


















156 


<400> SEQUENCE: 


3 
























158 


Met Lys Pro 


Tyr 


Phe 


Cys 


Arg 


Val 


Phe 


Val 


Phe 


Cys 


Phe 


Leu 


He 


Arg 


159 


1 




5 










10 










15 




161 


Leu Leu Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asp 


His 


Arg 


Met 


Phe 


Ser 


162 




20 










25 










30 






164 


Phe His Asn 


Gly 


Gly Val 


Gin 


He 


Ser 


Cys 


Lys 


Tyr 


Pro 


Glu 


Thr 


Val 


165 


35 










40 










45 








167 


Gin Gin Leu 


Lys 


Met 


Arg 


Leu 


Phe 


Arg 


Glu 


Arg 


Glu 


Val 


Leu 


Cys 


Glu 


168 


50 








55 










60 










170 


Leu Thr Lys 


Thr 


Lys 


Gly 


Ser Gly 


Asn 


Ala 


Val 


Ser 


He 


Lys 


Asn 


Pro 


171 


65 






70 










75 










80 


173 


Met Leu Cys 


Leu 


Tyr 


His 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 


174 






85 










90 










95 




176 


Asn Asn Pro 


Asp 


Ser 


Ser 


Gin 


Gly 


Ser 


Tyr 


Tyr 


Phe 


Cys 


Ser 


Leu 


Ser 


177 




100 










105 










110 






179 


lie Phe Asp 


Pro 


Pro 


Pro 


Phe 


Gin 


Glu 


Arg 


Asn 


Leu 


Ser 


Gly 


Gly 


Tyr 


180 


115 










120 










125 








182 


Leu His lie 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Leu 


Trp 


Leu 


183 


130 








135 










140 










185 


Pro Val Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Leu 


Leu 


Phe 


Gly 


Cys 


He 


186 


145 






150 










155 










160 


188 


Leu lie lie 


Trp 


Phe 


Ser 


Lys 


Lys 


Lys 


Tyr 


Gly 


Ser 


Ser 


Val 


His 


Asp 


189 






165 










170 










175 




191 


Pro Asn Ser 


Glu 


Tyr 


Met 


Phe 


Met 


Ala 


Ala 


Val 


Asn 


Thr 


Asn 


Lys 


Lys 


192 




180 










185 










190 






194 


Ser Arg Leu 


Ala 


Gly Val 


Thr 


Ser 


















195 


195 










200 


















197 


<210> SEQ ID NO: 


: 4 
























198 


<211> LENGTH: 218 
























199 


<212> TYPE: 


PRT 


























200 


<213> ORGANISM: 


MUS 


musculus 


















202 


<400> SEQUENCE: 


4 
























204 


Met Thr Leu 


Arg 


Leu 


Leu 


Phe 


Leu 


Ala 


Leu 


Asn 


Phe 


Phe 


Ser 


Val 


Gin 


205 


1 




5 










10 










15 




207 


Val Thr Glu 


Asn 


Lys 


He 


Leu 


Val 


Lys 


Gin 


Ser 


Pro 


Leu 


Leu 


Val 


Val 


208 




20 










25 










30 






210 


Asp Ser Asn 


Glu 


Val 


Ser 


Leu 


Ser 


Cys 


Arg 


Tyr 


Ser 


Tyr 


Asn 


Leu 


Leu 


211 


35 










40 










45 








213 


Ala Lys Glu 


Phe 


Arg 


Ala 


Ser 


Leu 


Tyr 


Lys 


Gly Val 


Asn 


Ser 


Asp 


Val 


214 


50 








55 










60 
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216 


Glu 


Val 


Cys 


Val 


Gly 


Asn 


Gly 


Asn 


Phe 


Thr 


Tyr 


Gin 


Pro 


Gin 


Phe 


Arg 


217 


65 










70 










75 










80 


219 


Ser 


Asn 


Ala 


Glu 


Phe 


Asn 


Cys 


Asp 


Gly 


Asp 


Phe 


Asp 


Asn 


Glu 


Thr 


Val 


220 










85 










90 










95 




222 


Thr 


Phe 


Arg 


Leu 


Trp 


Asn 


Leu 


His 


Val 


Asn 


His 


Thr 


Asp 


He 


Tyr 


Phe 


223 








100 










105 










110 






225 


Cys 


Lys 


He 


Glu 


Phe 


Met 


Tyr 


Pro 


Pro 


Pro 


Tyr 


Leu 


Asp 


Asn 


Glu 


Arg 


226 






115 










120 










125 








228 


Ser 


Asn 


Gly 


Thr 


He 


He 


His 


He 


Lys 


Glu 


Lys 


His 


Leu 


Cys 


His 


Thr 


229 




130 










135 










140 










231 


Gin 


Ser 


Ser 


Pro 


Lys 


Leu 


Phe 


Trp 


Ala 


Leu 


Val 


Val 


Val 


Ala 


Gly Val 


232 


145 










150 










155 










160 


234 


Leu 


Phe 


Cys 


Tyr Gly 


Leu 


Leu 


Val 


Thr 


Val 


Ala 


Leu 


Cys 


Val 


He 


Trp 


235 










165 










170 










175 




237 


Thr 


Asn 


Ser 


Arg 


Arg 


Asn 


Arg 


Leu 


Leu 


Gin 


Val 


Thr 


Thr 


Met 


Asn 


Met 


238 








180 










185 










190 






240 


Thr 


Pro 


Arg 


Arg 


Pro 


Gly 


Leu 


Thr 


Arg 


Lys 


Pro 


Tyr 


Gin 


Pro 


Tyr 


Ala 


241 






195 










200 










205 








243 


Pro 


Ala 


Arg 


Asp 


Phe 


Ala 


Ala 


Tyr 


Arg 


Pro 














244 




210 










215 





















246 <210> SEQ ID NO: 5 

247 <211> LENGTH: 44 

248 <212> TYPE: PRT 

249 <213> ORGANISM: Artificial sequence 

251 <220> FEATURE: 

252 <221> NAME/KEY: misc_f eature 

253 <223> OTHER INFORMATION: Synthetic 
256 <400> SEQUENCE: 5 

2 58 Met Arg Leu Leu Val Ser Cys Tyr Leu Val Cys Cys Asn Val Phe Leu 
259 15 10 15 

261 Asn Tyr Phe Cys Pro Pro Pro Ser Gly His He Glu Leu Cys Lys Leu 

262 20 25 30 

264 Trp Leu Val Phe Leu Leu Leu lie Trp Pro Arg Ala 

265 35 40 

267 <210> SEQ ID NO: 6 

268 <211> LENGTH: 966 

269 <212> TYPE: DNA 

270 <213> ORGANISM: Mus musculus 

272 <220> FEATURE: 

273 <221> NAME/KEY: CDS 

274 <222> LOCATION: (1)..(966) 

276 <400> SEQUENCE: 6 

277 atg cag eta aag tgt ccc tgt ttt gtg tec ttg gga acc agg cag cct 4 8 

278 Met Gin Leu Lys Cys Pro Cys Phe Val Ser Leu Gly Thr Arg Gin Pro 

279 15 10 15 

281 gtt tgg aag aag etc cat gtt tct age ggg ttc ttt tct ggt ctt ggt 96 

282 Val Trp Lys Lys Leu His Val Ser Ser Gly Phe Phe Ser Gly Leu Gly 

283 20 25 30 

285 ctg ttc ttg ctg ctg ttg age age etc tgt get gec tct gca gag act 144 
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ope 
ZOO 


Leu 


IT iiC 


1_j t; U. 


Leu 


Leu 


Leu 


Ser 


Ser 


Leu 


Cys 


Ala 


Ala 


Ser 


Ala 


Glu 


Thr 




ZO 1 
















40 










45 










9RQ 

O -7 


gaa 


gt c 


crci t 
y y u 


gca 


atg 


crtcr 
y <-y 


crcrc 


age 


aat 


crtcr 


ata 


etc 


aac 


tac 


att 


gac 


192 


9 Q Ci 




va ^ 


p I v 

\j j. y 


A 1 3 


Met 


Val 


Gly 


Ser 


Asn 


Val 


Val 


Leu 


Ser 


Cys 


He 


Asp 




z y x 




d yj 










55 










60 












TOO 


ccc 


ca c 


a rr a 
ay d 


u-y u- 


cat 


ttc 


aac 


tta 

u uy 


agt 


acrt 

y y u 


ctg 


tat 


gtc 


tat 


taa 
*-y y 


caa 


240 


9 Q 4. 


Pro 


Ui o 

nio 


Arg 


r\ _L y 


His 


Phe 


Asn 


Leu 


Ser 


Glv 


Leu 


Tvr 


Val 


Tvr 


TrD 


Gin 




ZyD 


O D 










70 










75 










80 




9Q7 
Zyf 


a "t~ p 


rra a 
y a a 


3 a p 


cca 


gaa 


crtt 

y u u 


teg 


at a 

y uy 


act 


tac 


tac 


ctg 


cct 


tac 


aaa 


tct 


288 


9 G ft 

z y o 


Tin 


ulU 


Asn 


rlU 


p 1 n 
\3 x u. 


Va 1 
v a x 


OCX 


v a x 


Thr 


Tvt 
j.yi 


Tvt 


Leu 


Pro 


Tvr 

Jl 


Lys 


Ser 




9 Q Q 

z y y 










ft S 










90 










95 






jUJ. 


CCa 






a a +~ 
CI CI u 


y uy 


gac 


agt 


tec 


tac 


aag 


aac 


aaa 

"-y y 


aac 
y y 


cat 


ctg 


tec 


336 


jUz 


Pro 


(a ly 


ne 


Asn 


Va 1 
Val 


Asp 




C AT~ 


1 Y L 


Lys 


Asn 


Arg 


Gl v 


His 


Leu 


Ser 




^ n 7. 








i on 

J. \J \J 










105 










110 








7 n s 


u- uy 


rra p 
yciL 


UU-U- 


a -f- ry 
a uy 


aag 


cag 


yy u 


aac 


ttc 


tct 


ctg 


tac 


ctg 


aag 


aat 


gtc 


384 


"5 A A 


Leu 


Asp 


O n 

OCX 


jyici u 


Ly s 


pi n 
bin 


m v 

J: 


Son 


c lid 


Ser 


Leu 


Tvt 


Leu 


Lys 


Asn 


Val 




JU / 






11 D 










1 90 

-L Z,\J 










125 










OHQ 
jU/ 


aCC 


cct 


cag 


rra +* 
y a u 


a f^p 
ALL 


Pa (T 

Lay 


rra rr 
y ay 


ttc 


aca 


t OTP 
uy 


pcrcr 
u-y y 


gta 


ttt 


atg 


aat 


aca 


432 




Thr 


Pro 


oin 


Asp 


X I1X 




pi n 




Thr 


Cys 


Arg 


Val 


Phe 


Met 


Asn 


Thr 




oi i 
J J. 1 




i **n 

IjU 










J — > -J 










140 














gcc 


aca 


9 a 9 


U L-Cl 


rr +~ p 

y ul 


a a rr 
aay 


ate 


ttg 


gaa 


y ay 


cttcr 

y-uy 


gtc 


aaa 


ctg 


cgt 


ata 
y *~y 


480 


.314 


Ala 


Thr 


(jiIU 


Leu 


Va 1 
Val 


Ly s 


Tip 


XJKZ \J. 


p l ii 


Glu 


Val 


Val 


Arg 


Leu 


Arg 


Val 




JlD 


14 J 










1 so 

J. J \J 










155 










160 




J 1 1 


CfCd 


gca 


aac 


f f r< 


agt 


aca 


cct 


crt p 
y ll 


ate 


age 


acc 


tct 


gat 


age 


tec 


aac 


528 


Q1 Q 

3±o 


A 1 = 

Ala 


Ala 

Aia 


Asn 


rile 


Sex 1 


Thr 


rlU 


Va 1 

V ul 


Tip 
lie 


Cot 
OCX 


Thr 


Ser 


Asp 


Ser 


Ser 


Asn 














1 s 

X D J 










170 










175 






J Z J. 


CCg 


99 c 


cag 
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VERIFICATION SUMMARY DATE : 01/22/2002 

PATENT APPLICATION: US/09/890,729 TIME: 10:17:24 

Input Set : A:\A-579B.ST25.txt 

Output Set: N:\CRF3\01182002\I890729.raw 



L:13 M:270 C: Current Application Number differs, Replaced Current Application No 

L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:1303 M:257 W: Feature value mis-spelled- or invalid, <221> Name/Key for SEQ ID#-21 
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